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Ensemble of ID sequences with minimum genomic derivation of 9 
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Note: By definition, each family can hybridize to the genome of a single individual 
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Figure 4. 

Examples of different types of detection arrays 
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Example 2. Differentially amplified sequences derived from binding of subsets of an 
ensemble of ID probes to a respiratory sample. ■ 
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Detection ensemble: multiple families of oligonucleotides. 
Each family can hybridize to a'different respiratory pathogen 
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e.g., a family of oligonucleotide detection sequences 
that hybridizes to Streptococcus pneumoniae 



Example 3.Dffferentially amplified sequences derived from binding of subsets of an 
ensemble of ID probes to a blood sample. 1 
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e.g., a family of molecular weights of detection 
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Example 4. cjfferentially amplified sequences derived ffom amplifying human genomic 
DNA using primers that amplify sequences lying between alu repeats. 
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Example 5. Differentially amplified sequences derived from differential ligation of polymorphism 
probes (or SNP probes) containing tags after hybridization of the tagged probes to human DNA. 
■ i 
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Detection ensemble: multifile families of tags. Each family 
can hybridize to a family of polymorphism probes that can be 
ligated in the presence of a single human's DNA 
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a family of tags that hybridizes to polymorphism 
probes that correspond to the gerlotype of an individ- 
ual human genome (i.e., can be liijated and amplified 
using that genome as a template) 
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Scanning a clinical sample for numerous pathogens 

Genomic Profiling using sample-selection of ID probes 
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Polymorphism probe genotyping 
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tion depend on match at SNP site 
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Common steps in 3 types of genomic profiling applications 
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Example 4. Differentially amplified sequences derived from amplifying human genomic 
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